Nitration is one of the post-translational modifications (PTMs), and its relevance with the regulation of self-renewal and differentiation in embryonic stem cells (ESCs) is not wellknown. Nitration of tyrosine residues of proteins in ESCs can affect self-renewal and differentiation, by modulating their downstream pathways. Here, nitrated proteomes were profiled from SNUhES3 cells, which is human ESC (hESC) and their differentiated cells by isolating nitrated peptides using fluorine affinity purification, followed by LC-MS/MS analysis. 37 nitrated sites were identified in SNUhES3 and their differentiated cells. 
